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BSPR: 

In an eleventh embodiment, the invention provides methods of comparing a 
target s^cejnth a ref erence_seguencg comprising a predetermined sequence 
of nucleotides using any of the arrays described above. The methods c omprise 
hybridizing the target nucleic acid to an array and determining whi ch probes, 
^ ^ ° ne another ' in the arr *y bind specifically to the t arget nucleic 
acid. The Relative specific binding of the probes indicates whether th e tarqe t 
sequence is the same or different from the reference sequence . In some such 
methods, the target seq uence has a substituted nucleotide relative to the 
reference sequence in at least one undetermined position, and the relative 
specific binding of the probes indicates the location of the position and the 
nucleotide occupying the position in the target sequence . In some methods a 
second target nucleic acid is also hybridized to the array The relative ' 
specific binding of the probes then indicates both whether the target sequence 
is the same or different from the refe rence sequence, and whether the second — 
target sequen ce is the same or different from the reference sequ ence. In some 
methods, when the array comprises two groups of probes tiled for first and 
second reference s equences, respectively, the relative specific binding of 
probes m the first group indicates whether the target sequence is the same or 
different from the f irst^ef erenc e se quence. The relative specific bindinq of 
probes in the second group indicates whether the target sequence is the same 
or different from the second reference sequence . Such methods are particularly 
useful for analyzing heterologous alleles of a gene. Some methods entail 
hybridizing both a reference sequence and a target sequence to any of the 
arrays of probes described above. Comparison of the relative specific binding 
of the probes to the reference and target sequences indicates whether the 
target sequenc e is the same or different from the reference sequence 
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and methods of using the same 



BSPR: 

In another aspect, the invention provides methods for comparing a target 
nuclexc acid from a human immunodeficiency virus with a reference sequence 
from a second human immunodeficiency virus having a predetermined sequence of 

nucleotides. The target nucl eic acid is hybridized to an array of — 

oligonucleotide probes as described above. The relative specific bindinq of 
the p robes in the array to the target is determined to indicate whether the 
target sequence is the same or different from the reference sequence 
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